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4 5 6 7
1 2.0 5.5 4.0 5.5 3.0 $\leqq 0.5$ $\leqq 0.5$ $\leqq 0.5$
21.0 6.0 3.0 1.5 3.5 1.3 $\leqq 0.5$ $\leqq 0.5$
$3$ 25 50 50 30 5.5 3.5 $\leqq 0.5$ $\leqq 0.5$
$4$ 3.5 5.5 6.5 5.5 3.5 4.0 $\leqq 0.5$ $\leqq 0.5$
$5$ 25 30 65 65 20 0.8 $\leqq 0.5$ $\leqq 0.5$
$6$ 4.0 $5D$ 5.5 7.5 5.5 1.3 $\leqq 0.5$ $\leqq 0.5$
2.6 $50$ 5.1 4.9 3.8 1.9 $\leqq 0.5$ $\leqq 0.5$
Figure 2: 6 A /Hong Kong/123/77
(HINI) lml $\log_{10}TCID_{50}$
( loglo $TCID_{50}/m1$ ) Baccam P. et al.
[3]
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Figure 3: A /Hong $Kong/123/77$ (HINI)
:6 6






















$J( \theta)=\sum_{i=1}^{7}(\log v(t_{i})-\log\tilde{v}(t_{i}))^{2}$ (3)
$t_{i}$ (1 7 ) $\tilde{v}(t_{i})$















$(TICD_{50}/m1)$ $\beta=1.157\cross 10^{-5}((TICD_{50}/m1)^{-1}\cdot day^{-1})$ $k=2.009\cross 10^{-2}(TICD_{50}/m1$ .
$day^{-1})$ $a=3.412(day^{-1})$ $r=3.381(day^{-1})$ (c)
(d)
(a)(c)
Figure 5: A /Hong Kong/123/77 (HINI) ( /
) $(\log 2/r\cdot\log 2/p\cdot\log 2/a)$ (k/a)
$(\beta kx(O)/ar)$ $x(O)=4\cross 10^{8}$ (cells) 6
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